PharmaExpert

This is an optional extension of the PASS
system, allowing for a systematic data
mining and biological interpretation of
PASS results.

PharmaExpert analyzes mechanism-
effect relationships, identifies the
probable drug-drug interactions for pairs
of molecules, and searches for molecules
acting on multiple targets. The software
can also help to identify molecules with
desired activities and without toxic or
side effects.

The analysis is based on a “mechanism-
effect(s)” relationship knowledgebase
(MER base) that is collected by experts
from literature of more than 15 years.

PASS

The acronym PASS stands for “Prediction
of Activity Spectra for Substances”. Upon
entering a structural formula of a
chemical substance, the program returns
the potential biological activities of this
compound.

PharmaExpert allows to:

-Select compounds with required
therapeutic, but without adverse effects;

-Comparatively analyze compounds with
similar structures;

-Select compounds with multiple
mechanisms of action;

-Assess drug-drug interactions with
regard to their pharmacokinetic,
pharmacodynamic, and adverse effects.

PharmaExpert

About geneXplain

GeneXplain’s mission is to provide a
comprehensive platform for bioinformatic,
systems biological and cheminformatic tools.
The raison d'étre of this platform is to assist
translational research in the life sciences, mainly
in the context of personalized medicine and
pharmacogenomics. We intend to make our
expertise available to academic and commercial
partners in collaborative research projects.

To achieve this, geneXplain offers:

-The geneXplain platform providing a large
number of bioinformatic and systems biological
data analysis workflows. Unique is geneXplain’s
Upstream Analysis for causal interpretation of
expression data.

-TRANSFAC®, the most comprehensive database
on eukaryotic transcription regulation.
TRANSFAC® is now also available under the
geneXplain platform, providing the most
comprehensive collection of TF DNA-binding
profiles.

-TRANSPATH®, one of the largest
pathway/network databases presently available,
particularly well suited for geneXplain’s
proprietary Upstream Analysis.

.HumanPSD, a rich information resource
connecting pathways with targets, drugs and
clinical trials.
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PharmaExpert

The tool for estimation of
safety and efficacy of new
pharmaceutical agents
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